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Figure 8B 





Super-lai $e HAR Complex 
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MONOCLONAL ANTIBODY 
Figure 9 
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Figure 10B 



Figure 11 



Antibody Inhibition of HA 
Endocytosis by HARE in LECs 
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Figure 12 



Antibody Inhibition of HA Binding to HARE 
on LECs is Temperature Dependent 
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Figure 13 
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Figure 18 



Immunolocalization of HARE 
in Bone Marrow 
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Figure 20 
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Figure 21 



1 TCTTTACCAAGTCTACTCACCCGTCTGGAGCAGATGCCCGACTATTCCATTTTC 

1 S h P S L LTRLEQMPDYS IFRGYI IHYNLASAIESADAYTVF 

121 GTGCCAAACAATGAAGCCATCGAAAACTATATCAGGGAGAAGAAAGCCACATCTCTAAAGGAAGAT^ 
41VPNNEAIENYIREKKATSLKE DILRYHVVLGBK L L K N D L H 

241 AACGXSCATGCACCGAGAGACCATGCTGGGGTTCTCCTACCT^ 
81NGMHRETMLGFSYLLAFFLRND QLYVNBAP I H YTNVATDK 

361 GGAGTGATCCATGGTCTGGAGAAAGTTCTGGAAATTCAGAAGAACAG^ 

121 G V I H G L E K V L E I Q K NRCDNNDTIIVRGECGKCSQQAPCPL 
481 GAGACAAAACCACTTAGAGAGACGAGGAAATGCATCTATTCCATCTACTTCATO 

161 ETKPLRETRKCIYS IYFMGKRSVFIGCQPQCVRTI ITRA C 
601 TGGCTGGCTTCTTTGGCCCACAATGCCAAGCCTGCCCCGGGAGAGGTCAAAATC 

201 WLASLAHNAKPAPGEVKMCALGTASVWDGVNGTGTCQCGL 
721 GGCTTCAATGGGACAGCCTGTGAAACCTGCACTGAGGGGAAGTATGGTATC 

241 GFNGTACETCTEGKYGIHCDQACSCVHGRCSQGPLGDGSC 
841 GACTGTGACGTCGGCTGGCGAGGAGTGAAGTGTGACATGGAGATCACC 

2B1 DCD VGWRGVKCDMEITTDNCHGTCHTSANCLLDPDGKASC 
961 AAATGTGCGGCAGGATTCCGAGGGAATGGAACGGTCTGCAGAGCCATCAATC 

321 KCAAGFRGNGTVCTA1NACETSNGGCSTKADCKRTTPGNR 
081 GTGTGTGTGTGCAAGGCAGGCTATACCGGCGACGGCATCGTGTGCCTTGAAATCAACCCGTGTTTGGAGAACC^ 

361 VCVCKAGYTGDGIVCLEINPCLENHGGCDRNAECTQTGPN 
201 CAGGCCGTCTGTAACTGCTTGCCGAAGTACACTGGAGATGGAAAGGTCTGCTCGCTTA^ 

401 QAVCNCLPKYTGDGKVCSLINVCLTNNGGCSPFAFCNYTE 
321 CAAG^TCAAAGGATATGTACCTGCAAGCCAGACTACACGGGTGATGGAATCGTC 

441 QDQRICTCKPDYTGDGIVCRGSIYGELPKNPSTSQYFFQL 
441 CAGGAGCATGCTGTCCGAGAGCTTGCTGGACCTGGCCCCTT^ 

481 Q E K A V R E LAGPGPFTVFAPLSSSFPTHEPR IKDWDQQGLMS 
§61 CAGGTTCTTCGCTATCACGTGGTGGGCTGCCAGCAGCTGCTGTTGGACAACCT 

501 QVLRYHVVGCQQLLLDNLKVTTSATTLQGEPVSISVSQDT 
'Ml GTGTTCATAAACAATGAGGCGAAGGTCCTCTCCAGTGACATCATCAGCACCAATG^ 

B£l VFINNEAKVLSSDIISTNGVIHVIDKLLSPKNLLITPKDA 
? W"6 1 TTGGGCAGGGTTCTGCAAAATCTTACTACAGTGGCAGCAAACCACGGATATACCAAATTCAGCAAGTT^ 

J3D1 h G R VLQNLTTVAANHGYTK FSKLIQDSGLLSVITDSIHTP 
$521 GTCACTGTCTTCTGGCCTACGGACAAAGCCCTGGAAGCCTTGCCCCCAGAGCAGCAGGACTTCCTC 

8$5l VTVFWPTDKA LEALPPEQQDFLFNQDNK DKLKSYLKFHVI 
ySl CGAGACTCCAAGGCTTTAGCTTCAGACCTCCCCAGGTCTGCTTCCTG^ 

H 6fl RDSKALASDLPRSASWKTLQGSELSVRCGTGSDIGELFLN 
,281 GATATTCCGGGGGAGTGCGGAAGTTGCATTTTCACTCCCAAATGCCC^ 

*761 D I PGECGSCI FTPKCPLKSKPKGVKKKCIYNPL PFRRNVE 
12)1 GGCTGCCAGAACCTGTX3CACCGTGGTGATCCAAACCCCCAGGTGCTGCCATGGTTACTC 

8431 GCQNLCTVVIQTPRCCHGYFMPDCQACPGGPDTPCNNRGM 
Ski TGCCGCGATCTGTACACACCCATGGGACAGTGCCTATGCCLA.CACCGGCTTCAACGGGACAGCCTGC 

f|pl CRDLYTPMGQCLCHTGFNGTACELCWHGRFGPDCQPRSCS 

i g% 1 GAGCA.TGGACAGTGTGATGAGGGGATCACAGGCTCCGGGGAGTGCCTCTGTGAAACAGGGTGGACAGCCGCTTCGTGTGACACTCC 

EHGQCDEGITGSGECLCETGWTAASCDTPTAVFAVCTPAC 



WS1 TCCGTGGACGCCIACCTGTACGGAGAACAACACGTGTGTGTGTAACT^^ 

.921 S VHAT CT E NKT CVCN L N Y E G D G I T CTVV D F CKQNNGG CA K 

""881 GTCG^TAAGTGCTCCCAGAAAGGCACCCAAGTCTCTTGCAGCTGCAAGAAAGGCTACAAGGGG^ 
961 VAKCSQKGTQVS CS CKKGYKGDGYS CI EIDPCADGVNGGC 

001 CATGAGCAOGCCACCTGCAGGATGACGGGCCCAGGCAAGCATAAGTGTGAATGTAAAAGTC^ 

001 HEHATCRMTGPGKHKCECKSHYVGDGVDCEPEQLPLDRCL 
121 CAGGACAACGGACAGTGCCACCCAGATGCCAGCTGTGCAGACCTCTACTTCCAGGACACGACC<5TA 

041 QDNGQCHPDASCADLYFQDTTVGVFHIiRS P L G Q Y K L T F D K 
241 GCCAAAGAAGCCTGTGCCAAAGAAGCTGCGACCATAGCCACCTACAACCAGCTCTC 

081 AKEACAKEAATIATYNQLSYAQKAKYHLCSAGWLESGRVA 
361 TACCCGACTACGTATGCCTCTCAGAAGTGTGGTGCAAACGTC^ 

121 YPTTYASQK CGANVVG I VDYGSRAKKSEMWBVF CYRMKDV 
481 AACTCCACCTGCAAGGCAGGCTATGTGGGAGATGGCTTCTCGTGCAGTGGX^ 

161 NCTCKAGYVGDGFSCSGNLLQVLMSFPSLTNFLTEVLAFS 
601 AAGAGCTCAGCCCGAGGACAGGCATTTTTGAAACACCTGACTGACCTGTCC^ 

201 KSSARGQAFLKHLTDLSIRGTLFVPQNSGLPGNXSLSGRD 
721 ATTGAGCACCACCTCACTAATGTCAACGTCTCCTTTrACAATGACCTTGTCAATGGTACCTTTCTGAGGACTATGCTG 

241 IEHHLTNVNVSFYNDLVNGTFLRTMLGSQLLITFSQDQLH 
841 CAAGAGACCAGGTTTGTGGATGGAAGATCCATTCTGGAGT^^ 

281 QETRFVDGRS ItiQWD I I A A N G I LHI I SEPLRAPPTAATAA 
961 CACTCTGGCCTGGGGACAGGTATATTCTGTGCCGTCGTCCT 

321 H S G L GTGIFCAVVLVTGAIALAA lifSS^^EI^ii^S K Q R T T G H^^^^M D 
081 CAGAAGAGGACATTGATGTCTTGGCg^JGGCAAGCAGCAGCCCAAGAATATCGCAAACCCTCTGTATGAGACCTCAGCGCC 

361 QKRTLMSW §111 ASSSPRISQTLCMRPQRRHPQS PPVTPSQT 
201 CTGGAGAACAGGATCTGGAGGACAGCGACCCTCTGGGGGCACTGCGGTCCT 

401 LENRIWRTATLWGHCGPDMRSQQATTVTVPR* 

321 ATCAGTTGTTTTAAAGAATGACAACACTCATAAGCCAGCCATACCTCACC^ 
441 CTCCTCTGAGCCTATACCGTGGTTCTCTCACTTCCATATGGTGCTTGGTCTGT^ 
561 CGGGG CTTCACCTCTTATGTTCTGTATTCCAGTACCC^ 
681 CTATGAAAGCAAAAAAAAAAAAAAAA 
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Figure 25 



Autoradiography 
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Figure 27A 
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Figure 27B 



Degradation of internalized HA by transfected 
SK-Hepl cell lines expressing the 175-kDa HARE 
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Figure 27C 



Hyperosmolarity inhibits HA endocytosis 
mediated by HARE in transfected SK-Hepl cells 
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Figure 27D 



Specific monoclonal antibodies against HARE 

inhibit HA endocytosis in SK-Hepl 
transfectants expressing the 175-kDa HARE 
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Figure 28 
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2 SLPS LLTRLEQMPD YSIFRGYIIH YNLASAIESA DAYTVFVPNN EAIENYIREK KATSLKEDIL RYHWLGEKL LKNDLHNGMH RETMLGFSYL 

1111 LHILSQVLLP PRGDVPGGQG LLQQLDLVPA FSLFRELLQH HGLVPQIEAA TAYTIFVPTN RSLEA QG NSSHLDADTV RHHWLGEAL SMETLRKGGH RNSLLGPAHW 

754 LHILSQVLLP PRGDVPGGQG LLQQLDLV-A FSLFRELLQH HGLVPQIEAA TAYTIFVPTN RSLEA QG NSSHLDADTV RHHWLGEAL SMETLRKGGH RNSLLGPAHW 



95 LAFFLRNDQL YVNEAPINYT NVATDKGVIH GLEKVLEIQK NRBDNNDTII V: 
1218 IVFYNHSGQP EVNHVPLEGP MLEAPGRSLI GLSGVLTVGS SRILHSHAEA L! 
861 IVFYNHSGQP EVNHVPLEGP MLEAPGRSLI GLSGVLTVGS SRILHSHAEA L! 



204 SLAHNAKPAP GEVK-M|ALG TASVWDGVNG TGT| 

I w HLFGWS — DG TGVj 

I 

1224 FFGTLCEPCP GGLGGVlS-G HGQCQDRFLG SGEl 
967 FFGTLCEPCP GGLGGVLS-G HGQCQDRFLG SGEj 

313 DPDGKAS] 
90 NSDGTASl 
3 EAVGTAS: 
1433 DSAGAST 
1076 DSAGASTi 




jPLETKP LRETRK-llY SIYFMGKRSV PI 
iFQL QDTPRKSBVY RSGFSFSR — 
FQL QDTPRKSflVY RSGFSFSR— 



DVGWRGVlflD MEITTDIflKG TKHTSANBLI 

t|htsah|l' 



DVGWRGVHfD NATTEDn|nG 





GRYGPNlTGV 
GRYGPNgTGV 




DQRlfTj 


[KPD 


Y-TGDGIV! 


VERTBTj 


KPN 


Y-IGDGFT 


vertJi] 


|kpn 


Y-IGDGFT 


GQRTjTj 


|DTA 


HTVGDGLT 


GQRTfn 


pTA 


HTVGDGLT 



KRTTPGNKVl VMKAGYTGDG 
KRTTPGRRvj T|KAGYTGDG 
KRTTPGRRVj TtKAGYTGDG 

tkvapgqrtB tBqdgymgdg 
tkvapgqrtJ t|qdgymgdg 



. GSIYQELPKN PKTSQYFFQL QEHFVKDLVG PGPFTVFAP- 
. GSIYQELPKN PKTSQYFFQL QEHFVKDLVG PGPFTVFAP- 




,L 
,T 
VG 

QKITSPQlPR i»3PNAt*VQ 
QKITSPQ|PR I^DPNAljvQ 



KYTG DG-KV|SLIN 
AYTG DG-KVjTLIN 

aytg d3-kv|tlin 

iGYSG DGIRtIeLLD 
EGYSG DGIRTfELLD 



- LSSSFNHE PRIKDWEQQG LMSQVLRYHV 
-LSAAFDEE ARVKDWDKYG LMPQVLRYHV 
-LSAAFDEE ARVKDWEKYG LMPQVLRYHV 
-MPQVLRYHV 



-FFSL RLLEYKELKG DGPFTIFVPH ADLMSNLSQD ELARIRAHRQ L VFRYHV 



fLLLDN LKVTTSATTL QGEPVSISVS QDTVFINNEA KVLSSDIIST NGVIHVIDKL 
iLLLEN LKLISNATSL QGEPIVISVS QSTVYINNKA KIISSDIIST NGIVHIIDKL 
ILLLEN LKLISNATSL QGEPIVISVS QSTVYINNKA KIISSDIIST NGIVHIIDKL 
(LLLEN LKLISNATSL QGEPIVISVS QSTVYINNKA KIISSDIIST NGIVHIIDKL 
.SED LLEQGYATAL SGHPLRFSER EGSIYLNDFA RVVSSDHEAV NGILHFIDRV 
.SED LLEQGYATAL SGHPLRFSER EGSIYLNDFA RVVSSDHEAV NGILHFIDRV 



LSPKNLLITP KDALGRVLQN LTTVAANHGY TKFSKLIQDS GLLSVITDSI 
LSPKNLLITP KDNSGRILQN LTTLATNNGY IKFSNLIQDS GLLSVITDPI 
LSPKNLLITP KDNSGRILQN LTTLATNNGY IKFSNLIQDS GLLSVITDPI 
LSPKNLLITP KDNSGRILQN LTTLATNNGY IKFSNLIQDS GLLSVITDPI 
LLPPEALHWE PDDAPIPRRN VTAAAQGFGY KIFSGLLKVA GLLPLLREAS 
LLPPEALHWE PDDAPIPRRN VTAAAQGFGY KIFSGLLKVA GLLPLLREAS 



638 HTPVTVFWPT DKALEALPPE 
415 HTPVTLFWPT DQALHALPAE 
328 HTPVTLFWPT DQALHALPAE 
120 HTPVTLFWPT DQALHALPAE 
1758 HRPFTMLWPT DAAFRALPPD 
1401 HRPFTMLWPT DAAFRALPPD 

748 PTLGGI 

525 PTLGGI 

438 PTLGG] 

230 PTLGGJ 
1867 pg: 
1510 pg: 



QQDFLFNQDN 
QQDFLFNQDN 
QQDFLFNQDN 
QQDFLFNQDN 
RQAWLYHEDH 
RQAWLYHEDH 



KDKLKSYLKF 
KDKLKEYLKF 
KDKLKEYLKF 
KDKLKEYLKF 
RDKLAAILRG 
RDKLAAILRG 



HVTRDSKALA 
HVIRDAKVLA 
HVIRDAKVLA 
HVIRDAKVLA 
HMIRNVEALA 
HMIRNVEALA 



SDLPRSASWK 
VDLPTSTAWK 
VDLPTSTAWK 
VDLPTSTAWK 
SDLPNLGPLR 
SDLPNLGPLR 




SDIGEL F] 
lGRDIGDL F3 
lGRDIGDL FL] 

grdigdl f: 




T HRGLLFDVGV AYGIDlLLl 

tIdIll: 



.LMN 

qrellfdlgv aygidillid 
qrellfdlgv aygidIllid 

QRELLFDLGV AYGIDfLLID 



SRTRP-GEL MVGEDDARIV QRHLPFEGGL AYGIDQLLEP 
SRTRP-GEL MVGEDDARIV QRHLPFEGGL AYGIDQLLEP 



|IFTPK|P LKSKPKGVKK 
NTPsIp RWSKPKGVKQ 
NTPSip RWSKPKGVKQ 
r NTPS|P RWSKPKGVKQ 
JLEPPlP EGSQEQGSPE 
iEPPiP EGSQEQGSPE 





!Y NPLPF R RNVE- 

-LY N-LPF K RNLE- 

LY N-LPF K RNLE- 

LY N-LPF K RNLE- 

'KFW TSPPLHSLGL RSVWVHPSLW GRPQGLGR< 
KFW TSPPLHSLGL RSVWVHPSLW GRPQGLGR* 



iYFMP CjQAlPGGPD 



PGGPD 
PGGPD 
PGGPD 
PGGPS 
PGGPS 




EIDPl ADGVNGi 

:IDP| ADGLNGGlHE HA' 
EIDPl ADGLNGGlHE HA' 
1 EIDp| ADGLNGGlHE HA' 
TDGHRGGfSE 
TDGHRGi 




DLYFQDTT VGVFHLRSPL 
DLHFQDTT VGVFHLRSPL 
DLHFQDTT VGVFHLRSPL 
DLHFQDTT VGVFHLRSPL 
[TDQHFQEKR AGVFHLQATS 
TDLHFQEKR AGVFHLQATS 



GQYKLTFDKA KEAj 
GQYKLTFDKA 
GQYKLTFDKA 
GQYKLTFDKA REA] 
GPYGLNFSEA EAA 
GPYGLNFSEA EAA 




lT IATYNQLSYA QKAKYHL] 
iT MATYNQLSYA QKAKY 
>T MATYNQLSYA QKAKY 
.T MATYNQLSYA QKAKY 
lQGAV LASFPQLSAA QQLGFHLj 
!AV LASFPQLSAA QQLGFHL| 



GWLESGRVAY PTTYASQKlG ANWGIVDYG SRANKSEMWD 



GWLETGRVAY PTAFAS 
GWLETGRVAY PTAFASQNl 
GWLETGRVAY PTAFASQnI 
GWLANGSTAH PWPPVAD| 
GWLANGSTAH PWFPVAdI 



SGWGIVDYG PRPNKSEMWD 
SGWGIVDYG PRPNKSEMWD 
SGWGIVDYG PRPNKSEMWD 
i NGRVGWSLG ARKNLSERWD A 1 
NGRVGIVSLG ARKNLSERWD A 1 



lGYVGD GFS 
GFS 



[SGNLL QVLMSFPSLT NFLTEVLAFS KSSARGQAFL KHLTDLSIRG TLFVPQNSGL PGNKSLSGRD IEHHLTNVNV 
[SGNLL QVLMSFPSLT NFLTEVLAYS NSSARGRAFL EHLTDLSIRG TLFVPQNSGL GENETLSGRD IEHHLANVSM 

SAGLF QQLSSRPCIS R TPDDLSIRG TLFVPQNSGL GENETLSGRD IEHHLANVSM 

1YVGD GFS-lSGNLL QVLMSFPSLT NFLTEVLAYS NSSARGRAFL EHLTDLSIRG TLFVPQNSGL GENETLSGRD IEHHLANVSM 
JFVGD GIST|NGKLL DVLAATANFS TFYGMLLGYA NATQRGLDFL DFLDDELTYK TLFVPVNEGF VDNMTLSGPD LELHASNATL 
JFVGD G ISTPJGKLL DVLAATANFS TFYGMLLGYA NATQRGLDFL DFLDDELTYK TLFVPVNEGF VDNMTLSGPD LELHASNATL 



SFYNDLVNGT 
FFYNDLVNGT 
FFYNDLVNGT 
FFYNDLVNGT 
LSAN-ASQGK 
LSAN-ASQGK 




LVTGAIA- -L AS YSYFRL SQ 
LVTGAVA--L AS YSYFRI STR 
LVTGAVA--L AA YSYFRDOR 
LVTGAVA--L ASpfSYFRIpR 
LAAGALLGLV A< 



1271 LITFS QD QLHQ-ETRFV EGRSILQWDI IAANGILHII SEPLRAPPTA ATA AHSG LGTGIFCAW 

1047 LITAS QD PLQPTETRFV DGRAILQWDI FASNGIIHVI SRPLKAPPAP VTL THTG LGAGIFFAII 

924 LITAS QD PLQPTETRFV DGRAILQWDI FASNGIIHVI SRPLKAPPAP VTL THTG LGAGIFFAII 

752 LITAS QD PLQPTETRFV DGRAILQWDI FASNGIIHVI SRPLKAPPAP VTL THTG LGAGIFFAII 

2416 IISDAGPDNS SWAPVAPGTV WSRIIVWDI MAFNGIIHAL ASPLLAPPQP QAVLAPEAPP VAAGV — GAV 

2059 IISDAGPDNS SWAPVAPGTV WSRIIVWDI MAFNGIIHAL ASPLLAPPQP -AVLAPEAPP VAAGV — GAV LAAGALLGLV AGA] 

1370 LASSSP-RIS QTLCMRPQRR HPQSPPVTPS QTLENRIWRT ATLWGHCGPD MRSQQATTVT VPR 

1147 LGKQQPENIS NPLY-ESTTS APPEPSYDPF TDSEER QLEGNDP LRTL 

1024 LGKQQPENIS NPLY-ESTTS APPEPSYDPF TDSEER QLEGNDP LRTL 

852 LGKQQPENIS NPLY-ESTTS APPEPSYDPF TDSEER QLEGNDP LRTL 

2524 SPWQ-EGTN- PTLVSVPNPV FGSDTFCEPF DD SLLEEDFPD TQRILTVK — 

2166 SPWQ-EGTN- PTLVSVPNPV FGSDTFCEPF DD -SLLEEDFPD TQRILTVK— 
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Figure 29 
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Western Blot Ligand blot 
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Figure 31 
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Figure 3 2 
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Figure 33 



1 ATTCAATATAATCTGGCGAATGCAATTGA^^ 

1 JQYNLANAIEAADAYTVFAPNNNAI E N Y 1 K & K *. v u o u 

121 GTCCTCCGGTATCATG^^ 

241 CAGCTCTATGTAAATGAGGC^ 



361 ACTATTATACGACSGAAGATGTAGGACATG^ 

121 T I I R G R C R T C S S EL T C P F G T K \ SLGNEKRRL*xt*irn>*KK 
481 ACCCTGTTTATTGGGTGCCAGCCAAAATGTGTGAGAACC^ 

161 TLFIGCQPKCVRTVITRECCAGFFGPU cu*'(-*'^«.'*v** 
601 GGTAATGGCATCTGTTTGGATGGACTGA^^ 

201 GNGICLDGV " ~W G T GVCECGEGFSGTACETClfc^*wi^J.nv-uv 
721 GCATGTTCTTGTGTCC^TGGGAGATGCAACCAAGGACCCTTGGGAGATGGCTCCTGTGACTGTGATGTTGG 

241 ACS CVKGR CNQG PLGDGSCDC DVGWKfc»vn ^ u n n. l 
841 CKXJACATGCCATACCA^ 

961 A^CA^TGGAGGTTGCTCTGCCAAGGCTGACTGTAAGAGAACCACCCCAGGAAGGCGAGTGTG 

321 SNGGCSAKADC KRTTPGRRVCTCKAGY i^u^ivuiio 
1081 TT<^GAACCATGGTCWCTGTG A ^^ 

1201 GTCTGCTTAACTAAAAATGGCGGCTGTAGTGAATTTGCCATCTGCAAC " 
401 VCLTKNGG CSEFAI C J^I^T^ GQVEKi v.iv.A.rn 



G t 
J i 



1321^ 
441 



| AGicATlTATCA<3GAGC^ 



1441 
481 



T Q ^ L P kT5 P K T 5 Q Y F F Q L Q B H F V K |£ 



GCAGCCT^ 



1561 TCAAATGCTACTTCCCTCCAAGGAGAGCCAATAGTCATCTCCG 

i«i cJta^a^caL 
1801 aLttaataca^ 



601 NLIQDSGLLSVI 



1921 CTGTTCAACCAAGACAACAAGGACAAGCT^^ 
641 LFNQDNKD K L KE Y 1» R. t r ii v ^_J^| ^ rt L. _ — 

681 "SELSVKlCGAGRD IGDLFLNGQTCKx v y k & « 
216! GACTCTCraTGATTOAra^ 

721 DCLLIDPTLGGRCD I r 1 l r lj a » w I, „_-...„ — 

22 8 1|™TGTGAAGCAGAAGTGTCTCTACAA^^ 
"7611 KlGVKQ KCL Y N I* P F It R. W ^* h, — — — — — — — — ' 

2401^TGTCA(^CCTgCCCT<^GAC^^ 

2L1 gagatgtgctggccggggagatttgggcctgattgtct^c^^ 

841 EMCWPGRFGPDCLP CGCSDHGQCDUUJ- 1 o w v *. 

2641 GGCCCCTCGTGTGACACTCAGGCAGTTTTGCCTGCAGTCTCT 

27|1 WMMMTffl^^ 

2881 GGGCACAGCTGCACAGAGATAGACCCCTGTGCAGACGGCCTTAACGGAGGGTOTCACGAGCACGCCACCTGTAAGA 

961 GHS CTEIDPCADGLNGGCHEHAiv*-«±^ tw 

3001 orcoaiyaATaGocwjwi^ 

1001 VGDGLNCBPEQLPIDRCLQDNGQCHAUAK ^ v u « * w 

3121 GGGGTGTTCCATCTACG ^ 

3241 AWKKMOT^ 

1081 KAKYHLCSAGWLETGRVAYPTAFASQNCL,&i*vvv»j. 
361 AGACCCAACAAGAGTGAAATGTGGGATCTCTTCTGCTATCGGATG 

121 RPNKSEMWDV FCY RMKDV N C T CKVGYVGDGF&c&toWA. w 
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348 1 CTGATGTCCTTCCCCTCACTCACAAACTTCCTGACGGAAG 3GCACCCTC 
1161 LMSFPSLTKFLTEVLAYSN S S ARGRAFLBKI.TDi»i»AK jj* 1 1^ 
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120X 



Itttgtgccacagaacagtgggctggg^ 

FVPQNSGLGE NET LSGRDIEHKLA MVS MFFXNLil-v " ^ 



3721 CAAACGAGGCTGGGAAGCAAGCT 

3841 ATCATTCATGTCATTTCCAGGCCTTTA^ 

1281 IIHVISRPIiKAPPAPVTLTHTGLGAGIFFAlli>viv,*iv Ai , 
961 GCTGCTTACTCCTACTTTCCXJAT^ 

.321 AAYSYFRINRRTIGFQHFESEEDINVAALGKQOPEKlbWF 
081 TTGTATGAGAGCACAACCTCAGCTCCCCCAGAACCTTCCTATC 

361 LYESTTSAPPEPSYDPFTDSEERQI/EGNDPLK l ^ iijs*ci<i/ 
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4201 ATGCCAGCCATCACTCACTGCCACCTGGGCCATCAACTGTGAATTCTCAGCACCAGTTGCC 

till gSSKSSEE^^ 

4561 GAAACAAAGTCAACAG 
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Figure 37 

Amplification of the 1 394 amino acid HARE 
Open Reading Frame from a human lymph 

node cDNA Llibrary 
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